Red arrow and highlighted sequence: translation start codon; *: consensus nucleotide.
Suppl. Table 1 . Summary of EV-D68 detection in a total of 93 samples using our metagenomics shortgun sequencing protocol, in comparison with that using the rRT-PCR assay previously.
Cluster PF: clusters passing the filter; Cluster/Align: paired reads (read1/read2) aligned to the reference genome NY328; "-": negative controls with EV-D68 undetectable under rRT-PCR.
Sample
Cluster Suppl. Table 5 . Statistics for association of the combined two functional variables C3277A and A4020G with the EV-D68 outbreak in 2014 USA, using both Pearson's chi-square test and
Fisher's exact test. 
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